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Figure 3 



Two PCR Fragments Method 
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E. co// strains constructed via the above method: Chromosomal integration of 
phage T5 promoter(PT5) in the front of the isoprenoid genes 
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Figure 9 




Control: E. coli pPCB15 containing carotenoid 
biosynthsis gene cluster (crtEXYIB) 



